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Regulation of Trace Elements on Animal Gene Expression

WANG Cai-lian
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Abstract: As animal’s essential nutrients, trace elements play a very important role not only as substrates,coenzyme or
cofactors during the process of metabolism,but also as an influence on many gene expressions. In recent years, the studies of trace
elements in the regulation of gene expression are more and deeper. In this article, the main way and the regulation function of trace

elements in regulation of gene expression, and the main influence of some trace elements on the gene expression are reviewed.
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Practice and Thinking on the Corn Breeding in
the Dry Farming Region of Gansu

LU Deng-yi
(Gansu Corn Engineering Technology Center, Baiyin Gansu 730900, China)

Abstract: The main ideas and problems of the corn breeding was analyzed in the dry farming region of Gansu, this paper

discusses the main ideas of corn breeding in the dry farming region from the close combination of the corn breeding objectives in the

dry farming region with the actual, improvement and development of technology system of dry farming corn, according drought

characteristics determine the corn drought strategy in the dry farming region.
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