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Biological Information Analysis on Sheep’s GDF9 Gene

ZHANG Xiao—xue', PAN Xiang—yu', LI Fa~di'?, WANG Wei—-min'?
(1. College of Animal Science Technology, Gansu Agriculture University, Lanzhou Gansu 730070, China; 2. Gansu Province Mutton

Sheep Breeding Biotechnology Engineering Laboratory, Minqin Gansu 733300, China)

Abstract: The physicochemical characteristics,

structures and functions of ovine GDF 9 were predicted and analyzed

using software tools and database of biological genomics . Meanwhile, the phylogenetic tree of GDF 9 and related proteins was
constructed . The results showed that the ORF of GDF 9 was 1 362 bp which encoded 452 amino acids. The sheep protein of
LHB was 51 773.63 D in molecular weight. The GDF9 played an important role in signal transducer in membrane .
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Heshui County’s Farmland Fertility Evaluation

WANG Qiao—ju', YANG Zi—fan?, GAO Jian—jun', HOU Qi-hui', WANG Yong—chang'
(1. Heshui Agricultural Technology Extension Center, Heshui Gansu 745400, China; 2. Heshui bureau of land and resources,
Heshui Gansu 745400, China)

Abstract: By using the method of the layer stack intersection, put the soil map, agricultural land block diagram and the
administrative zoning map of the Heshui county superposition of intersection to get 5 4 87 evaluation units . The accumulated
temperature =10 °C, annual precipitation, the organic matter, the effective phosphorus, top layer thickness, profile configuration,
geomorphic types, slope aspect and degree were selected to be the evaluation index, using analytic hierarchy process to establish the
analytic hierarchy model, Delphi method and membership function fitting method to get membership and membership function of each
evaluation index. Finally, using cultivated land resource management information system of the county additive model to calculate 1FI,
according to the number of IFI to divide the farmland productivity level of Heshui county. The firsti—grade arable land IFI is bigger
than 0.920 0, accounting for the total area of cultivated land 2.71% ; The second—grade arable land IFI is 0.920 0 ~ 0.885 O,
accounting for the total area of cultivated land 16.93%; The third—grade arable land IFI is 0.885 0 ~ 0.725 0, accounting for the total
area of cultivated land 45.58%; The fourth—grade arable land IFI is 0.725 0 ~ 0.625 0, accounting for the total area of cultivated land
26.82%; The fifth—grade arable land IFI is smaller than 0.625 0, accounting for the total area of cultivated land 7.96%.
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