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Biological Informatics Analysis of Sheep’s ESR Gene
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Abstract: This study aimed to bioinformations of sheep ESR gene . The physicochemical characteristics, structures and

functions of ovine ESR were predicted and analyzed with software tools and database . Meanwhile, the phylogenetic tree of ESR and
related proteins was constructed, The results shows that the ORF of ESR was 1 413 bp which encoded 470 amino acids. The sheep
protein of ESR was 53 393.85 D in molecular weight. The ESR gene played an important role in transcription regulation in cell nucleus.
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