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Study on Comparison of Methods to Extract Genomic DNA from Potato Leaves
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Abstract: The potato leaves as test materials, improved CTAB method and plant genomic DNA extraction Kit is used to
extract genomic DNA from leaves of potato in field respectively. The result shows that DNA extacted by the two methods also met
demands for SSR-PCR amplification; The quality of DNA obtained by plant genomic DNA Kit is better but the achievement rate of
DNA is lower. Moreover, the method of plant genomic DNA Kit is much easier, needed shorter time, had lower toxicity, and high
cost than improved CATB method. Suitable method can be choose to genomic DNA of potato according to the actual conditions of the
laboratory.
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