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Abstract: In this paper, the AFLP and SSR marker are used to study the genetic diversity of 16 potato Cultivars in Gansu
province. The study shows that the analysis of AFLP marker the genetic distance of 16 potato cultivars is from 0.244 9 to 0.649 6 with
average value being 0.401 2, and the genetic distance of 16 potato cultivars is between 0.135 9~0.801 4 with average valuebeing 0.477 0.
AFLP markers with rich polymorphism and high detection efficiency, and SSR markers withcodominant, good repeatability, and stable
amplification results are applied to the analysis of genetic diversity, genetic map construction, gene mapping.
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