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Abstract: Tt is great significance in rice breeding of gene directed to edit on the rice genome level. CRISPR/Cas9 gene editing
system is in recent years, the study found that a new fixed—point genome editing tools, need only a short RNA and DNA enzyme can in
a specific target gene mutations, because of simple and highly effective and widely used in including rice, a variety of biological genome
in the editor. Through the review CRISPR/Cas9 gene editing system and its application in rice breeding, in order to provide some
references for the research in this field.
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