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Bioinformatics Analysis of Wild Yak MT-3 Gene

LI Jie, WANG Jianfu
(College of Animal Science and Technology, Gansu Agricultural University, Lanzhou Gansu 730070, China)

Abstract: This study aimed to study the bio—information of Wild yak MT-3 gene. The physicochemical characteristics,
structures and functions of ovine MT-3 are predicted with software tools and database. Meanwhile, the phylogenetic tree of MT-3 and
related proteins is constructed, The results show that the ORF of MT-3 is 513 bp which encoded 170 amino acids. The Wild yak
protein of MT-3 is 17 556.37 Da in molecular weight, isoelectric point is 5.68. The secondary structure of MT-3 shows that it is
mainly constituted of B —pleated sheet and coils, the encoding production conjecturally belongs to non—enzyme protein. MT-3 has an
inhibitory activity on nerve growth, by scavenging free radicals and NO, it plays a role in protecting brain cells.
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SignalP-4.1 prediction (euk networks): lcl_ORF1
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