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Abstract: With cucumber powdery mildew bacteria as test material, the effects of modified CTAB method, SDS method and
fungal kit method on genomic DNA extraction of cucumber powdery mildew bacteria were compared and analyzed. The results show

yield, and had less impurities. The DNA production rate of cucumber powdery mildew extracted by CTAB method was 204.3 pg/g,
while SDS method and fungi kit method were 147.7 ng/g and 117.7 pg/g, and variance of the yield from different methods was very
significant. The high purity of DNA extracted by CTAB method was 1.969 6, while the low purity of SDS method and fungus kit
method were 1.832 2 and 1.507 9, respectively.
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