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Abstract: The brewing and quality of beer is directly affected by the quality of beer barley. With the
development of system biology and bioinformatics, proteomics of malting barley and malt are becoming a research
hotpot and have made important progress. In this paper, the proteomics and research methods, as well as its
application in variety identification, quality analysis malt manufacture and quality impact of malting barley were
summarized, and the future research direction of proteomics in beer barley and malt was prospected.
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