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Identification of Pathogens of Okra Verticillium Wilt in Shihezi Area
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Abstract: The stems of okra plants with discolored vascular bundles, dwarfized plants and yellowing
leaves were isolated and purified by tissue separation to obtain monospora strains. Pathogenicity of isolations was
tested with spore suspension inoculating water culture okra seedling, and the pathogen was identified based on
morphological characteristics and sequence analysis of TDNA-ITS region and actin gene. The results showed that
the colony morphology, conidia, conidiophore and microsclerotium of the strains were consistent with
Verticillium dahliae. The ITS-ACT gene sequence of the tested strains showed 99.5% sequence similarity with
V.dahliae (accession numbers: HQ206859 and HQ206856, H()206975 and HQ206966 ). Therefore, the pathogen
of Verticillium Wilt of Okra was identified as Verticillium dahliae , non—deciduous and deciduous type strains
can infect okra in Shihezi area.
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