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Establishment and Application of Virus Detection Technology of
Lilium davidii Var. unicolor

WANG Hongmei, WANG Liguang, LIU Xinxing, LI Shujie, SHI Youtai, LI Zhongwang
(Institute of Biotechnology, Gansu Academy of Agricultural Sciences, Lanzhou Gansu 730070, China)

Abstract: Virus disease is the main cause of yield decline and variety degradation of Lilium davidii Var.

unicolor. It is very important to master efficient virus detection technologies in the production of virus—free bulb

seedball and planting period. The PCR primers were designed according to the sequences of CMV, LSV and
LMoV virus coat protein genes, and the virus detection system of RT-PCR and double RT-PCR was established
with lily 18S rRNA as internal reference in this study. The results showed that sampling survey of Lilium davidii

Var. unicolor. virus disease in main planting area, CMV and LSV were 98% and 100% respectively, and

detection rates of LMoV were different in different periods samples.
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Report on Breeding of New Winter Wheat Cultivar Wudu 21

WAN Liang, ZHANG Yuanwen, HE Qiangwei
(Longnan Institute of Agricultural Sciences, Longnan Gansu 746005, China)

Abstract: Wudu 21 is a new winter wheat cultivar, was systematically bred by sexual hybridization with
97-4-6-2-4-3 as female parent and 11-12 as male parent. In 2015—2017, the average yield of Wudu 21 was
6 357.0 kg/hm?, which was 3.6% higher than the check Lantian 33 in Regional Trial of Longnanchuan district
group. In 2017—2018, the average yield of Wudu 21 was 6 661.5 kg/hm?, which was 2.7% higher than the check
Lantian 33 in the Production Trial. The growth period is 246 d, plant height is 76.75 c¢m, ear length is 8.5 c¢m,
1 000—grain weight is 37.1 ¢. It is suitable to be grown in mid—mountain arid, semi—arid area of Longnan City,
Huicheng basin and Gangu, Qingshui and Tianshui City and other areas.

Key words: Winter wheat; Breeding; New cultivar; Wudu 21
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