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Abstract: The COBRA gene encodes a glycosyl phosphatidyl inositol-anchored, plant—specific protein that plays an
important role in cellulose biosynthesis in primary and secondary cell walls. In this study, 9 COBRA family genes were found from
the maize genome by bioinformatics methods, and their gene structures, phylogeny and expression patterns were analyzed. The
results showed that the 9 COBRA family genes all contained CCVS conserved domains, and all of them were located on the cell
membrane. Phylogenetic analysis showed that COBRA family could be divided into two subfamilies, and the genes in each subgroup
had similar gene structure and physicochemical properties. Gene expression analysis showed that all COBRA family members
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responded to a variety of abiotic stresses, and all six genes, ZmCOBLI ~ZmCOBL3 and ZmCOBL7 ~ZmCOBL9, showed up -

regulated responses when plants were exposed to UV irradiation.
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