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Abstract: Source-sink interaction is an important yield determinant, and the carbohydrate partitioning and transfer mechanism
between source and sink is a research hot spot in the field of life sciences. As a C4 plant with strong assimilative capacity, maize is
an ideal model for studying carbohydrate partitioning in plants.To provide useful theoretical guidance for the research of carbohydrate
distribution mechanism and source—sink interaction in maize, the regulation mechanism of assimilate product distribution is discussed
through the regulation of sucrose related genes formed by long—distance sucrose transportation and instant starch transformation. This
review focuses on the molecular functions that affect the regulation of carbohydrate allocation in maize by synplasmic transport genes,
exoplasmic transport genes, phloem structural genes and genes whose mechanism regulation is unknown, and research on carbohydrate
distribution mechanism in maize is prospected.
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TDY 1 Zm00001d039135  6:178107552-178108370 predicted GPI-anchored protein 58 [26-30]
TDY?2 Zm00001d018565 5:225786078-225791865 callose synthase [25,31]
SXDINVTELT  7Zm00001d015985 5:136230445-136246754 tocopherol cyclase [17-18]
ZmSUT1 Zm00001d027854  1:15194963-15203327  sucrose transporter [21]
ZmSUT?2 Zm00001d041192  3:105500227-105509431 sucrose transporter [22]
CPD1 Zm00001d018772 T:4713744-4714851 Pleckstrin homology domain—containing protein [23]
ZmSWEETI3A  7Zm00001d023677  10:14827732-14830329 sugars will eventually be exported transporter [20]
ZmSWEETI3B 7Zm00001d023673  10:14592719-14595578  sugars will eventually be exported transporter [20]
ZmSWEETI3C 7Zm00001d041067  3:95886707-95888621  sugars will eventually be exported transporter [20]
BK2L3 Zm00001d034049 1:284109758-284112488 COBRA protein [24]
CPD33 Zm00001d011239  8:139539957-139543487 MCTP Protein [19]
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