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Abstract: Cereal crops are the most important food crops, providing humans with essential nutrients such as starch, fat,
protein, vitamins, and minerals, the nutrient contents are of great importance in the breeding program of cereals. To provide reference
for the effective improvement on nutritional quality of cereal grains and the effective utilization of cereal grains in the breeding
program, and to provide theoretical basis for cultivating comprehensive and nutritious grains so as to safeguard human health from
the source of diet, this paper compares and analyzes the contents of several major nutrients in major cereal crops such as wheat,
barley, oat, rice, and maize, analyzes and summarizes the genetic factors affecting the content and quality of these nutrients. We
believe that significant differences are existed in the various nutrients contained in cereal grains such as wheat, barley, oats, rice, and
maize. The difference in genetic background among different species is the fundamental reason for the differences in nutrients in
various cereal grains, and the parallelism of gene mutations during the evolution is regarded as the direct reason why the same
nutrients in cereal grains are encoded and regulated by the same gene.
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/(mg/kg) /(mg/kg) /(mglkg) /(mg/kg) /(mg/kg) /( wetkg)

i

KAE 20.00
/N 320,00
EX 70.00
K 290.00
M 540.00

8.00
31.90
27.10
25.00
47.20

250.00 1150.00 1 150.00
930.00 3550.00 4 320.00
1270.00 2 100.00 2 870.00
790.00 2210.00 2 800.00
1770.00 5230.00 4290.00

50.00
20.00
350.00
90.00
20.00

10.90
33.30
22.10
21.30
39.70

10.90 0.70 0.50 16.00  10.10 1.60 80
38.21 3.87 1.08 43.81 9.54 3.68 380

4.90 3.90 2.00 36.30 4.20 6.20 190
13.22 191 1.14 46.04 2.82 2.60 230
49.16 7.63 1.39 9.61 13.49 1.19 560
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